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gagaagagag 



ttttgtagcg agctcgcgcg aatgcgaagc caaccgagag aggtctcgat 60 



accaaatccc gatttctcaa cctgaatccc ccccccacgt tcctcgtttc aatcigttcg 120 

tctgcgaatc gaattctttg ttttlttttc tctaatttta ccgggaattg tcgaattagg 180 

cattcaccaa cgagcaagag gggagtggat tggttggtta aagctccgca tctlgcggcg 240 

gaaatclcgc tctcttctct gcgglgggtg gccggagaag tcgccgccgg tgaggc atg 299 

Mel 



ggg atg gag gtg gcg gcg gcg egg clg ggg get ctg lae aeg ace tec 347 
Gly Met Glu Val Ala Ala Ala Arg Leu Gly Ala Leu Tyr Thr Thr Ser 
5 10 15 

gac tac gcg teg gtg gtg tec ate aac ctg ttc gtc gcg ctg etc tgc 395 
Asp Tyr Ala Ser Val Val Ser He Asn Leu Phe Val Ala Leu Leu Cys 
20 25 30 

gee tgc ate gtc etc ggc cac etc etc gag gag aat cgc tgg gtc aat 443 
Ala Cys He Val Leu Gly His Leu Leu Glu Glu Asn Arg Trp Val Asn 
35 40 45 

gag tec aic ace gcg clc ale ale ggg clc tgc ace ggc gtg gtg ale 491 
Glu Ser He Thr Ala Leu He He Gly Leu Cys Thr Gly Val Val He 
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50 



55 



60 



65 



ttg ctg atg acc aaa ggg aag age teg cac tta ttc gtc ttc agt gag 
Leu Leu Met Thr Lys Gly Lys Ser Ser His Leu Phe Val Phe Ser Glu 
70 75 80 



539 



gat etc ttc ttc ate tac etc etc eel ccg ate ate ttc aat gca ggt 
Asp Leu Phe Phe He Tyr Leu Leu Pro Pro lie He Phe Asn Ala Gly 
85 90 95 



587 



ttt cag gta aag aaa aag caa tic lie egg aat tie atg acg ate aca 635 
Phe Gin Val Lys Lys Lys Gin Phe Phe Arg Asn Phe Met Thr He Thr 
100 105 >'0 



tta III gga gcc gtc ggg aca atg ata tec ttt He aca ata let alt 
Leu Phe Gly Ala Val Gly Thr Met He Ser Phe Phe Thr He Ser He 
115 120 125 



683 



gel gee all gca ata tic age aga atg aac alt gga acg ctg gat gta 731 
Ala Ala He Ala He Phe Ser Arg Mel Asn He Gly Thr Leu Asp Val 
130 135 140 



gga gat lit ett gca alt gga gee ale III let geg aca gat let gtc 779 
Gly Asp Phe Leu Ala He Gly Ala He Phe Ser Ala Thr Asp Ser Val 
150 155 
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aca t.g cas g.c CO aa. ca. «a, gag aa ccc >t. uc a.. 82T 
Cys nr Le» Gl. Val Leu Asn Gin Asp Glu Thr Pro Phe Leu Tyr Ser 
165 "0 

ctgg.al.cggtgaagg.g..gtgaacga.gc, aca.caa,.g.gc.. 875 
Uu val Phe GlyGlu Gl, Val Val As. Asp Ala Thr Ser He Val Leu 

180 



„eaacgcac.acagaacu,ga.ctlg.ccaca.agalgcggc.g.c 923 
Phe Asn Ala Leu Gin Asn Phe Asp Leu Val KislleAsp Ala Ala Val 
195 200 

,U eg aaa Uc Ug ggg aac Uc U. ta. Ua U, tig leg age ace 971 

val Leu Lys Phe Leu Gly Asn Phe Phe Tyr Leu Phe Leu Ser Ser Thr 

oic 220 225 

210 



„„„,,a guu.gelgga Ug c.c ag. gca lac au ate aag aag 
Phe Leu Gl, val Phe Ala Gly Leu Leu Ser Ala Tyr lie He Lys Lys 

240 

230 

Leu TvrlleGlv Arg His Ser Thr Asp Arg Glu Val Ala Leu Mel Mel 
245 250 255 



1019 



1067 



1115 



-0 

5/n 



260 



265 



270 



ggcattclcaccglaltcttc tg. ggtaltgualgicacal tac acl 1163 
G,y lie Leu Thr Val Phe Pke Cys Gly lie Val Met Ser His Tyr Thr 
275 

tgg cat aac gtc aca gag agl tea aga git aoa aca aag cae gca III 1211 
Trp His Asn Val Thr Glu Ser Ser Arg Val Thr Thr lys His Ala Phe 
290 "5 300 305 



gca acl clg tec tic att gel gag ael 111 etc tie elg lal gU ggg 
Ala Thr leu Ser Phe lie Ala Glu Thr Phe Leu Phe Leu Tyr Val Gly 
310 315 32» 



1259 



atg gat gca ttg gat all gaa aaa tgg gag tU gcc agl gac aga ccl 
Mel ASP Ala Leu Asp He Glu Lys Trp Glu Phe Ala Ser Asp Arg Pro 
325 330 335 



1307 



ggc aaa tec all ggg ata age lea alt Ug cla gga Ug gtt clg alt 
Gly Lys Ser lie Gly lie ser Ser He Leu Leu Gly Leu Val Leu He 
340 345 350 

gga aga gel get til gta Ue eeg clg leg lie Ug teg aae ela aca 
Gly Arg Ala Ala Phe Val Phe Pro Leu Ser Phe Leu Ser Asn Leu Thr 
355 360 365 



1355 



1403 
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aag aa. gca cc. aa. gaa aaa ata ace .gg aga cag caa g.l g.a a,a .45, 
Lvs Lvs Ala Pro As„ GU Ivs He m Trp Arg Gin Gin Val Val He 
3,0 375 380 385 



,gg tgg gc. ggg eg a.g agagga gc. gig teg at.gc, c.lgc. .ac 
Trp Trp Ala Gl, leu Met Arg Cly Ala Val Ser lie Ala Leu Ala Tvr 
390 395 «» 



1499 



aa, aag tu aca aga ,c, ggc ca, act cag ctg cac ggc aal gca ata 
As„ L,s Phe Thr Arg Ser Gl, His m Glu Le« His Giv As„ Ala lie 
405 tlO 



1547 



alg ate acc age acc ale acl gle gUclt lU age acl alg gta III 
Mcl lie Thr ser Thr lie Thr Val Val Leu Phe Ser Thr Mel Val Phe 
420 «5 «» 

gggalg alg aca aag oca Itg ale agg c.g c.g Ca cog gee lea gge 
Gl, m m Thr LVS Pro leu lie Arg Leu Leu Leu Pro Ala Ser Gl, 
435 *" 

His Pro val Thr Ser Glu Pro Ser Ser Pro L,s Ser leu His Ser Pro 

4« 460 "5 

450 



1596 



1643 



1691 



1739 
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470 



475 



480 



,U agg ccl .cc age Co egg a,g cic c,c acc aag cog acc cac act ,787 
■Va, Arg pro Ser Ser Leu Arg Me, Leu Leu Thr Lvs Pro Thr H,s Thr 
48S 

cac lac .ac .gg cgc aag „c gac gac gcg c,g a,g cga ccg a.g ,835 
Va, HIS T,r Tvr Trp Arg Lys Phe Asp Asp A,a Leu Mc, Arg Pro He. 

SOB 5,0 

500 

P,e G,y Gl, Arg G,y Phe Va, Pro Phe Ser Pro G.y Ser Pro Thr G,u 



520 



525 



515 

cag age ca, gga gga aga ,gaaeag,gc aaagaaalga gaa,ggaa,g 133, 
Gin Ser His Gly Gly Arg 
530 • 

.Ug„gagg agaauca,g ,aaaa,g,ga cagcaaaaga gagaaggcaa g,U,ggg., ,98, 
„.agagt.. ggCgc.gc, aa.gagt.g, tga,ag.gcc .ata.,c..c agaaCcag 205, 
a,,g,gce.c accaaggcc, aagagccagg aggacc.lc. ga,aa.gg., cggga.ga,. 2.n 
,gu>guc. guaggatga acccugtga g,gacacagg g,ga,g>gc. ccgacaacc, 2,7, 
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Slaaa.ll.g tagafaaca gccccattlg ucCglCa ccalcUlag nggcggg.g 2231 
lictlccu gtlgccaccc Igcatglaaa algaaaucl ccgccaaaat agalt.glgl 2291 



2330 

glataataat tltgcltggt tgaaaaaaaa aaaaaaaaa 



<210> 2 
<211> 535 
<212> PRT 

<213> Oryza saliva 
<400> 2 

Mel Gly Mel Glu Val Ala Ala Ala Arg Leu Glv Ala Leu Tyr Thr Thr 
I 5 10 15 

Ser ASP Tyr Ala Sor Val Val Ser lie Asn Leu Phc Val Ala Lou Leu 



20 



25 



30 



Cys Ala Cys He Val Leu Gly His Leu Leu Glu Glu Asn Arg Trp Val 



35 



40 



45 



Asn 



Glu Ser II o Thr Ala Leu He He Gly Leu Cys Thr Gly Val Val 



50 



55 



60 



no l.o„ l,ou MCI Thr Lvs CI, L,s Ser Ser lILs Leu Phe Val Phe Ser 
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65 



70 



75 



80 



GiuAsp leu Phe Phe He T,r U„ Leu Pro Pro He He Phe M„ Ala 



85 



90 



95 



G„Phe Gin Val Ivs Lys lys Gin Phe Phe Arg Asn Phe Me. Thr lie 
,00 >05 "« 



Br Leu PheGly Ala Val Gl, Thr Me. He Scr Phe Phe Thr He Sor 



115 



120 



125 



He Ala Ala He Ala 



130 



He Phe Ser Arg Met Asn 11c Gly Thr Leu Asp 



135 



140 



val Gly A.P Phe Leu Ala lie Gly Ala He Phe Ser Ala Thr Asp Ser 

150 



145 



Val Cys Thr Leu Gin 
165 



Val Leu Asn Gin Asp Glu Thr Pro Phe Lea Tyr 



170 



175 



ser Leu Val Phe Gly Glu Gly Val Val Asn Asp Ala Thr Ser He Val 



180 



185 



190 



Leu Phe Asn Ala Leu Gin Asn Phe Asp 



Leu Val His Me Asp Ala Ala 



195 



200 



205 
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Val Val Leu Lys Phe Leu Gly Asn Phe Phe Tyr Leu Phe Leu Ser Ser 

215 220 



210 



Thr Phe Leu Gly Val Phe Ala Gly Leu Leu Ser Ala Tyr He lie Lys 

235 240 



225 



230 



Lys Leu Tyr 



lie Gly Arg His Ser Thr Asp Arg Glu Val Ala Leu Met 



245 



250 



255 



Met Leu Met Ala Tyr Leu Scr Tyr Mel Leu Ala Glu Leu Leu Asp Leu 

265 270 



250 



Scr Gly He Leu Thr Val Phe Phe Cys Gly He Val Mel Ser His Tyr 



275 



280 



285 



Thr Trp His Asn Val Thr Glu Ser Ser Arg Val Thr Thr Lys His Ala 



290 



295 



300 



Phe Ala Thr Leu Ser Phe He Ala Glu Thr Phe Leu Phe Leu Tyr Val 



305 



310 



315 



320 



GIvMcl ASP Ala Leu Asp He GU L,s Trp Glu Phe Ala Scr Asp Ar6 



325 



330 



335 



Pro Gly Lys Ser 
340 



,r He Gly He Scr Ser He Leu Leu Gly Leu Val Leu 



345 



350 



ii/i: 



UeGly Arg Ala Ala m Val Phe Pro Le„ Ser Phe Leu Ser Asn Leu 



355 



360 



365 



Thr Lys Lys Ala Pro Asn 



Glu Lys lie Thr Trp Arg Gin Gin Val Val 



370 



375 



380 



He Trp Trp Ala Gly Leu Mel Arg Gly Ala Val Ser lie Ala Leu Ala 

395 '^OO 



385 



390 



T,r Asn L,s PhcThr Arg Scr Glv IHs Thr Gin Leu His Gly As„ Ala 
405 



„e Me. lie Thr Ser Thr Ho Thr Val Val Leu Phe Ser Thr Mel Val 



420 



425 



430 



Phe Gly«elMe. Thr L,s Pro Lou lie Arg Leu Lou Leu Pro Ala Ser 



435 



440 



445 



Gly His Pro Val Thr Scr Glu 
450 455 



Pro Ser Ser Pro Lys Ser Leu His Scr 
460 



P,„ Leu Leu Thr Ser Me. Gin Gly Ser Asp Leu Glu Ser Thr Thr As. 

Ai^ 480 

465 



He Val Arg Pro Ser Scr 



,r Leu Arg Mel Leu Leu Thr Lys Pro Thr His 
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485 



490 



495 



Thr Val His Tyr Tyr Trp Arg Lys Phe Asp Asp Ala Leu Met Arg Pro 



500 



505 



510 



Mel Phe Gly Gly Arg Gly Phe Val Pro Phe Ser Pro Gly Ser Pro Thr 
515 520 525 



Glu Gin Ser His Gly Gly Arg 
530 



